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In a prospective, nationwide study in France of Escherichia coli responsible for
pneumonia in patients receiving mechanical ventilation, we determined E. coli
antimicrobial susceptibility, phylotype, O-type, and virulence factor gene content.
We compared 260 isolates with those of 2 published collections containing
commensal and bacteremia isolates. The preponderant phylogenetic group was B2
(59.6%), and the predominant sequence type complex (STc) was STc73. STc127 and
STc141 were overrepresented and STc95 underrepresented in pneumonia isolates
compared with bacteremia isolates. Pneumonia isolates carried higher proportions
of virulence genes sfa/foc, papGIII, hlyC, cnf1, and iroN compared with bacteremia
isolates. Virulence factor gene content and antimicrobial drug resistance were
higher in pneumonia than in commensal isolates. Genomic and phylogenetic
characteristics of E. coli pneumonia isolates from critically ill patients indicate that
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